S1 Appendix. Mathematical model for relative quantification.
The relative expression ratio of the SRY gene in tumor samples versus tumor periphery and adjacent normal breast tissue, in comparison to the levels of Ribonuclease P RNA Component H1 (RPPH1) reference gene, was calculated through Equation 1 (Pfaffl et al, 2001) .
Etarget is the real-time PCR efficiency of target gene transcript; Eref is the real-time PCR efficiency of a reference gene transcript; ΔCPtarget is the CP deviation of control -sample of the target gene transcript; ΔCPref = CP deviation of control -sample of reference gene transcript. Crossing point (CP) is defined as the point at which the fluorescence rises appreciably above the background fluorescence.
